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produced essential oils have a higher demand and carry a
premium of up to 25% on the price. This paper illustrates the
recommended agricultural practices for essential oil crops in SA
with case scenarios and examples of good and bad practices as
was observed during studies of commercial farmers and agri-
cultural projects.
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Seeds of various species of the genus Romulea were placed
in culture tubes and subjected to a number of temperature
treatments. Generally most winter rainfall species germinated
well (N70%), whereas all summer rainfall species and some
winter rainfall species germinated poorly (b30%) or did not
germinate at all. Shoots, hypocotyls and roots of seedlings and
excised embryos from poorly germinating species were placed
on MS medium with various plant growth regulators. Shoot
clusters were obtained on a medium supplemented with 6-
benzylaminopurine. Excised embryos produced shoot clusters
on a medium supplemented with Kinetin and embryogenic
callus were produced on a medium supplemented with Kinetin
and 2,4-dichlorophenoxyacetic acid. Corm formation was ob-
served with nutrient deprivation and high sucrose concentration
treatments when Kinetin was used for shoot multiplication. No
corm formation was observed when 6-benzylaminopurine was
used for multiplication.
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Sequence data from the Internal Transcribed Spacer (ITS) of
the nuclear ribosomal DNAwere used to study the phylogenetic
relationships in the genus Ursinia Gaertn. (Anthemideae, As-
teraceae) in the southern African region. Closely related genera,
i.e. Cotula L. , Osteospermum L. and Agoseris Raf., were used
as outgroups. The taxa within the genus Ursinia had previously
been classified into two subgenera, Ursinia and Sphenogyne,
mainly on the basis of distinct cypsela characters. The phylo-
genetic analysis revealed the same two subgenera, correspond-
ing to the existing subgeneric classification. However, the low
number of phylogenetically informative characters indicate that
the ITS data contain weak phylogenetic signals resulting in poor
resolution and short branch lengths. The low bootstrap values
for many nodes suggest that one should be cautious in using the
ITS region alone to make final conclusions about the origin and
evolution of taxa. In the literature, Ursinia is divided into seven
series but in subgenus Sphenogyne the series were not retrieved
as monophyletic in this study, probably because of short branch
lengths in the phylogeny. Further molecular data are therefore
required to be able to support or reject the present classification.
Molecular analysis show that U. trifida f. calva and U. trifida f.
trifida are not sister taxa, supporting the recognition of these
two taxa as separate species or subspecies. The Ursinia taxa
from the summer-rainfall region are not monophyletic and are
sister to Cape species. This supports a hypothesis that Ursinia
migrated from the Cape into the Drakensberg which has been
shown for a number of other Cape groups that have Drakens-
berg relatives. Annual taxa in both subgenera were also not
retrieved as monophyletic, but rather seem to represent adap-
tations to a variety of habitats such as areas underlain by granite,
shale, dolerite, in seepage areas and in disturbed areas along the
roads and streams.
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The Fynbos Biome is an important plant diversity asset and
is of high economic significance for numerous South African
industries such as floriculture, beekeeping and eco-tourism.
Protea L. is not only the most important component of the
thriving cut-flower industry, but also one of the defining
members of the Fynbos Biome. Knowledge of the organisms
associated with these plants is thus of both ecological and
economic importance. Mites are important participants in
complex Protea-insect-fungal interactions, where they function
as spore vectors, fungivores protecting seeds against fungal
decay and as predators that act as bio-control agents. Mite
systematics and ecology is vastly understudied globally and
virtually nothing is known about the biology of these organisms
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